Ser Gly Gly Asp Gin Arg Glu Gly Thr Arg Glu His Leu Gin Glu 
215 220 225 

Arg Ala Lys Gly Gly Arg Arg Arg Lys Lys Ser Gly Arg Gly Gin 
230 235 240 

Arg lie Ala Glu Gly Arg Pro Ser Phe Gin Trp Thr Arg Val Lys 
245 250 255 

Asn Thr His lie Pro Lys Gly Trp Ala Arg Gly Gly Met Gly Asp 
260 265 270 

Ala Thr Leu Asp Tyr Asp Tyr Ala Leu Leu Glu Leu Lys Arg Ala 
275 280 285 

His Lys Lys Lys Tyr Met Glu Leu Gly lie Ser Pro Thr lie Lys 
290 295 300 

Lys Met Pro Gly Gly Met lie His Phe Ser Gly Phe Asp Asn Asp 
305 310 315 

Arg Ala Asp Gin Leu Val Tyr Arg Phe Cys Ser Val Ser Asp Glu 
320 325 330 

Ser Asn Asp Leu Leu Tyr Gin Tyr Cys Asp Ala Glu Ser Gly Ser 
335 340 345 

Thr Gly Ser Gly Val Tyr Leu Arg Leu Lys Asp Pro Asp Lys Lys 
350 355 360 

Asn Trp Lys Arg Lys lie lie Ala Val Tyr Ser Gly His Gin Trp 
365 370 375 

Val Asp Val His Gly Val Gin Lys Asp Tyr Asn Val Ala Val Arg 
380 385 390 

lie Thr Pro Leu Lys Tyr Ala Gin lie Cys Leu Trp lie His Gly 
395 400 405 

Asn Asp Ala Asn Cys Ala Tyr Gly 
410 

<210> 297 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 

<400> 297 
gcatctgcag gagagagcga aggg 24 

<210> 298 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic oligonucleotide probe 

<400> 298 
catcgttccc gtgaatccag aggc 24 

<210> 299 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide probe 
<400> 299 





gaagggaggc 


cttcctttca 


gtggacccgg 


gtcaagaata 


cccac 45 




^: 


<210> 300 

<211> 1869 

<212> DNA 

<213> Homo sapiens 












<400> 300 
aatgtgagag 


gggctgatgg 


aagctgatag 


gcaggactgg 


agtgttagca 


50 




ccagtactgg 


atgtgacagc 


aggcagagga 


gcacttagca 


gcttattcag 


100 


%S 


tgtccgattc 


tgattccggc 


aaggatccaa 


gcatggaatg 


ctgccgtcgg 


150 


s 


gcaactcctg 


gcacactgct 


cctctttctg 


gctttcctgc 


tcctgagttc 


200 


fH 


caggaccgca 


cgctccgagg 


aggaccggga 


cggcctatgg 


gatgcctggg 


250 




gcccatggag 


tgaatgctca 


cgcacctgcg 


ggggaggggc 


ctcctactct 


300 




ctgaggcgct 


gcctgagcag 


caagagctgt 


gaaggaagaa 


atatccgata 


350 




cagaacatgc 


agtaatgtgg 




ayaayoayy u 


rrat"hi" f~* <t 3 rr 
y a. l i_ LuLyay 


a no 

T U \J 




ctcagcaatg 


ctcagctcat 


aatgatgtca 


agcaccatgg 


ccagttttat 


450 




gaatggcttc 


ctgtgtctaa 


tgaccctgac 


aacccatgtt 


cactcaagtg 


500 




ccaagccaaa 


ggaacaaccc 


tggttgttga 


actagcacct 


aaggtcttag 


550 




atggtacgcg 


ttgctataca 


gaatctttgg 


atatgtgcat 


cagtggttta 


600 




tgccaaattg 


ttggctgcga 


tcaccagctg 


ggaagcaccg 


tcaaggaaga 


650 




taactgtggg 


gtctgcaacg 


gagatgggtc 


cacctgccgg 


ctggtccgag 


700 




ggcagtataa 


atcccagctc 


tccgcaacca 


aatcggatga 


tactgtggtt 


750 




gcacttccct 


atggaagtag 


acatattcgc 


cttgtcttaa 


aaggtcctga 


800 




tcacttatat 


ctggaaacca 


aaaccctcca 


ggggactaaa 


ggtgaaaaca 


850 




gtctcagctc 


cacaggaact 


ttccttgtgg 


acaattctag 


tgtggacttc 


900 
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cagaaatttc 


cagacaaaga 


gatactgaga 


atggctggac 


cactcacagc 


you 




agatttcatt 


gtcaagattc 


gtaactcggg 


ctccgctgac 


agtacagtcc 


1 a a a 




agttcatctt 


ctatcaaccc 


atcatccacc 


gatggaggga 


gacggatttc 


1 A c; A 
iUOU 




tttccttgct 


cagcaacctg 


tggaggaggt 


tatcagctga 


catcggctga 


1 1 A A 
1100 




gtgctacgat 


ctgaggagca 


accgtgtggt 


tgctgaccaa 


tactgtcact 


1150 




attacccaga 


gaacatcaaa 


cccaaaccca 


agcttcagga 


gtgcaacttg 


1200 




gatccttgtc 


cagccagtga 


cggatacaag 


cagatcatgc 


cttatgacct 


1250 




ctaccatccc 


cttcctcggt 


gggaggccac 


cccatggacc 


gcgtgctcct 


*l O A f\ 

1300 




cctcgtgtgg 


ggggggcatc 


cagagccggg 


cagtttcctg 


tgtggaggag 


1350 




gacatccagg 


ggcatgtcac 


ttcagtggaa 


gagtggaaat 


gcatgtacac 


1400 




ccctaagatg 


cccatcgcgc 


agccctgcaa 


catttttgac 


tgccctaaat 


1450 




ggctggcaca 


ggagtggtct 


ccgtgcacag 


tgacatgtgg 


ccagggcctc 


1500 


m 


agataccgtg 


tggtcctctg 


catcgaccat 


cgaggaatgc 


acacaggagg 


1550 




ctgtagccca 


aaaacaaagc 


cccacataaa 


agaggaatgc 


atcgtaccca 


1600 


3 


ctccctgcta 


taaacccaaa 


gagaaacttc 


cagtcgaggc 


caagttgcca 


1650 




tggttcaaac 


aagctcaaga 


gctagaagaa 


ggagctgctg 


tgtcagagga 


1700 


iT* 


gccctcgtaa 


gttgtaaaag 


cacagactgt 


tctatatttg 


aaactgtttt 


1750 




gtttaaagaa 


agcagtgtct 


cactggttgt 


agctttcatg 


ggttctgaac 


1800 


sssfs 


taagtgtaat 


catctcacca 


aagctttttg 


gctctcaaat 


taaagattga 


1850 




ttagtttcaa 


aaaaaaaaa ; 


L869 









<210> 301 
<211> 525 
<212> PRT 

<213> Homo sapiens 
<400> 301 

Met Glu Cys Cys Arg Arg Ala Thr Pro Gly Thr Leu Leu Leu Phe 
15 10 15 

Leu Ala Phe Leu Leu Leu Ser Ser Arg Thr Ala Arg Ser Glu Glu 
20 25 30 

Asp Arg Asp Gly Leu Trp Asp Ala Trp Gly Pro Trp Ser Glu Cys 
35 40 45 

Ser Arg Thr Cys Gly Gly Gly Ala Ser Tyr Ser Leu Arg Arg Cys 
50 55 60 
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